Amino acid sequence of the psd-module (AtLOV2-cODC1; size 20 kDa). The sequence of the J helix is highlighted in blue, that of the cODC1 degron in orange. The cysteinealanine motif is shown in bold letters. The cysteine residue, which was mutated to alanine to verify proteasomal degradation of the psd-module, is underlined. ) or kept in the dark. Numbering of the mutated residues started at the beginning of AtLOV2 domain. Equal amounts of cells were lysed by alkaline lysis and total protein extracts used for immunoblotting (as in Figure 2B ).
(C) Kinetics of psd-module induced target protein depletion after exposure to blue light.
Yeast cells expressing P ADH1 -RFP or P ADH1 -RFP-psd (plasmid based) were grown in liquid medium in the dark. After removal of the first sample (t=0 hours), cells were exposed to 
(Sec62-3myc-psd), YDS187 (Ufd1-3myc-psd), YDS191 (Npl4-3myc-psd), and YDS188
(Sec63-3myc-psd) were used to obtain the immunoblots. Conditions as in Figure 2B .
Please note that we show all the proteins at the same level to facilitate comparison between them, although they have different molecular weights.
(C) Cdc48-3myc-psd, Cdc14-3myc-psd, and Cdc5-3myc-psd cells show an increase of distinct cell cycle stages if exposed to blue light. The yeast strains YDS28 (control), YDS175 (Cdc48-3myc-psd), YDS177 (Cdc14-3myc-psd), and YDS176 (Cdc5-3myc-psd)
were pre-grown in the dark, exposed to blue light (465 nm, 30 µmol m -2 s 
Experimental Procedures

Microscopy and Image Processing
Live-cell imaging of yeast cells was performed as described (Jungbluth et al., 2010) 
Immunoblotting, Quantitative Measurements, and Statistics
Immunoblotting experiments with samples obtained from yeast were performed as 
